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Slil^j^j^3A2i2^I.LiE^^§^^. G protein-coupled peptide receptor EB. . . 688 0.0 13 

cfi j 4502641 { ref | MP_pQ182 9 . 1 1 chemokine (C-C motif) receptor ... 682 0.0 B 

qi } 31127005 rqb"TAAI\-47099 . "f I CC chemokine receptor 7 [Macaca ... 675 0.0 

qi i 55645367 | ref | X? _5 X1477 . 1 1 PREDICTED: chemokine (C-Cmoti... 669, 0.0 13 

gi } 565 53516 1 q b | AAV9793Q . 1 j chemokine receptor 7 [Bos taurus] 635 0.0 

qi I 48374059 I ref I N? 001001532 . 1 1 chemokine (C-C motif ) recep. , . 634 e-180 B 

qi j 570 915 75 | ref | XP 548131 . 1 | PREDICTED: similar to chemokin, . . 625 e-178 @ 

3iJJi;^l?J.^AL?Lp^^^^^^ unnamed protein product [Mus mu. . . ,603 e-171 B 

qi i 6671772 i ref IMP 031745.11 chemokine (C-C motif) receptor . . . 601 e-171 @ 

/iLL^L^J/Zl^Mi^^^^^^^^ Chemokine (C-C motif) receptor 7... 601 e-170 B 

qi j 5Q76088 9 | ref | XP 4258 7 5 . 1 1 PREDICTED: similar to CC chemo... • 421. e-116 B 

qi j 33415354 | qb | ;^AQ1 g436 . 1 j chemokine receptor 7 [Bos taurus] 409 e-113 B 

^ill?lMMij:I^i.?^2^17^^ MGC80638 protein [Xenopus laevis] 37.^ e-102 B 

gi j 47223975 ) ernb I CA^ . 1 j unnamed protein product [Tetrao. . . 286 9e-76 

qi i 1 4 0 »:1 3 0 4 2 I r e f I NP 112 4 77.11 chemokine (C-C motif) receptor... 251 2e-65 B 

^yMMlQlii^^^liliL-Sfi^J^^^ chemokine (C-C motif) receptor... 251 2e-65 B 

Qi j 57101682 I ref IXP_S41909 , 1 1 PREDICTED: similar to chemokin... 250 4e-65 B 

qi I 6753462 I ref IMP 034043.1! chemokine (C-C motif) receptor ... 247 3e-64 B 



http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi 



2/22/05 



RID= 1 1 09098562- 183 57- 122032509583 .BLASTQ2, 



Page 3-^ES_ 





i 272292301 ref IN? 758832 


. Ij chemokine (C-C motif) receptor... 


247 


4e- 


64 la 


qi 


1 486759131 ref |W? 001001 
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1 chemokine receptor [Oncorhynchus . . . 
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11 C-C chemokine receptor 9 [Paral... 
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1 1515435 1 qb i AAB06949 , 1 1 


IL8-related receptor [Homo sapiens] 
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214 


2e- 


54 13 


qi 


i 0 ^ o 0 ft o »4 / I QD i Artil 0 o y / . X 


; XiUUft yfi / oz protein [Aenopus xaevisj 




/ e— 


Oft mSm 




I .1. A. J 4 /. c Oi-: ! gjj l /lA'^yo 4 ^ b / , i 


i chemokine receptor CXCR6 [Mus mu. . . 




Qo 

ye- 


IS 

OH. KSI 




i 13507658! reflN? 109637 


. Ij chemokine (C-X-C motif) recept. . . 
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G protein— coupled receptor TYMST. . . 
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1 59857629 1 qbiAAX05649. 1 


i G protein-coupled receptor TYMST. . . 
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i 2258402 1 qb j AAB64225 . 1 1 


Bonzo [Cercopithecus aethiops] >g. . . 
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i 4377755 iqbiAAD31419. 1! 


chemokine receptor bonzo [Macaca . . . 
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j chemokine receptor 4 [Homo sapie. . . 
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.11 PREDICTED: similar to CC chemo... 
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STRL33 [Cercocebus torquatus atys] 
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le- 


47 


qi 
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chemokine receptor [Mus musculus] 
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j chemokine receptor 6 [Homo sapie... 
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qi 


11 0 7 1 682 8 1 qb 1 AAG2 1918, 1 


mutant G protein-coupled recepto. . . 
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5e- 


47 13 
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C-C chemokine receptor type 5 [Ma... 
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C-C chemokine receptor 5 [Varecia... 
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11 PREDICTED: similar to interleu. . . 
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C-C chemokine receptor 5 [Macaca . . . 
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C-C chemokine receptor 5 [Macaca . . . 


184 


3e- 


45 


qi 


i 5713035 i abiAA0477 31. 


1 1 
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C-C chemokine receptor 5 [Macaca . . . 
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C-C chemokine receptor 5 [Macaca . . . 
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45 
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11 


C-C chemokine receptor 5 [Macaca . . . 
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C-C chemokine receptor 5 [Macaca . . . 
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C-C chemokine receptor 5 [Macaca . . . 
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l| 


CC chemokine receptor type 5 [Cer. . . 


184 
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CC chemokine receptor type 5 [Cer. . . 
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G-protein coupled chemokine recep... 
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C-C chemokine receptor 5 [Miopit. . . 
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chemokine receptor CCR5 [Macaca m. . . 
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C-C chemokine receptor 5 [Macaca . . . 
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CC chemokine receptor 5 [Papio cy. . . 
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C-C chemokine receptor 5 [Erythr. . . 
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2 1 Burkitt lymphoma receptor 1 [M. . . 
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C-C chemokine receptor 5 [Cercopi... 
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i 5713069 1 gbi AAD47765. 
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C-C chemokine receptor 5 [Lemur c. . . 
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C-C chemokine receptor 5 [Macaca . . . 
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C-C chemokine receptor 5 [Macaca . . . 
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1 557 5303 1 ab iAAD4549e, 
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CC chemokine receptor type 5 [Cer. . . 
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CC chemokine receptor type 5 [Cer. . . 
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gi 


1 5514 615 1 qb 1 AAD44008 . 
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qi 
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CC chemokine receptor— 5 [ Cercopi t. . . 


X o *i 






qi 
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i| 


GPR9 


183 


6e- 
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] chemokine (C-X-C motif) recepto... 
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qi 
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qi j S71.31QC \ qb ! 7^AD47796 . 1 1 C-C chemokine receptor 5 [Cercopi... 183 6e-45 

qi j 5713090iqb| AAD477S6. 11 C-C chemokine receptor 5 [Cercopi... 183 6e-45 

qi j 5713081 j qb I AAr;47777 . 1 1 C-C chemokine receptor 5 [Cercopi... 183 6e-45 

qi i 5713065 j qb i AADAliei. 1 1 C-C chemokine receptor 5 [Cercopi... 183 6e-45 

qi 1314555761 qb j AAP558 51 . 1 i CXC chemokine receptor transcrip. . . 183 6e-45 S 

qi i 2 305194 \ qbi AA3657 35 . 1 1 CCR5 receptor [Pan troglodytes] 183 6e-45 QI 

qi I 5514 620 j qb =AAD4401 3 . 1 1 CC chemokine receptor type 5 [Cer. . . 183 6e-45 

^i I 3135302 j qb j AAC39833 . 1 1 chemokine receptor CCR5 [Cercoceb... 183 6e-45 

q^i] 5713099 j qb I AAD477 95 . l] C-C chemokine receptor 5 [Cercopi... 183 8e-45 

qi I 5713092 j qb I ^^£^47788 . 1 1 C-C chemokine receptor 5 [Erythro... 183 8e-45 

qi j 5713091 j qb|AAD47787. 1{ C-C chemokine receptor 5 [Mandril... 183 8e-45 

qi j5713070iqbjAAr;47766. II C-C chemokine receptor 5 [Lemur c... 183 8e-45 

9ljAlL?i2ri^!:^^^^ C-C chemokine receptor 5 [Papio p. . . 183 8e-45 

gi j 5713038 I qb 1 AAD47734 . 1 1 C-C chemokine receptor 5 [Macaca . . . 183 8e-45 

qi I 57 1 3 o'2"2 j qb'j 'aaD4 7718 7l I C-C chemokine receptor 5 [Macaca . . . 113 8e-45 

qi 15713019 j qbi AAD47715. II C-C chemokine receptor 5 [Macaca . . . 183 8e-45 

qi j 14582847 } qb |.AAK69b84 . 1 j chemokine receptor CCR5 [Cercoce... 183 8e-45 

SiJJ 2.8171^^^^^^ G PROTEIN-COUPLED RECEPTOR CKR-L. . . 183 8e-45 S 

.9ijJ:i.?::l3Mi9:'£^^^^ chemokine receptor CCR5 [Cercoceb... 183 8e-45 

qi j 433947 i emb j CAA50673 . 1 1 muBLRl [Mus musculus] >gi | 631736 | . 182 le-44 B 

9AjAZL?il?Jj..^.^^^^^^^ C-C chemokine receptor 5 [Cercopi... 182 le-44 

qi i 5713066 1 qb! AAD 4 7^62^ 1^^^^ C-C chemokine receptor 5 [Cercopi... 182 le-44 

i gb j AAC62472 . 1 j chemokine receptor CCR5 [Cercoceb... 182 le-44 

qi I 50732852 I ref jXP 418795.11 PREDICTED: similar to C-C chem. . . 182 le-44 B 

9MA^!1^15kij^A.N!^1^3.5^^^ C-C chemokine receptor type 5 [Py. . . .182 le-44 

SMMilitOli^^^^^^ C-C chemokine receptor type 5 [Py. . . 182 le-44 

.9:liM/iiQi2].^^^^^^ C-C chemokine receptor, type 5 [Tr. . . 182 le-44 

qi i 4406095 i qb i AAD15854 . 1 1 C-C chemokine receptor type 5 [Tr. . . 182 le-44 

q i j 4 8 9 4 9 5 4 i b I A AD 3 2686.11 CC chemokine receptor 5 [Cercopit... 182 le-44 

9l]J:l?l?il71i:^^^^^ C-C chemokine receptor 5 [Colobu. . . 182 le-44 

SljAILQli?.lLU,^^^^^^^ PREDICTED: similar to chemokin. . . 1.82 le-44 B 

qi j 5713074 | qb j AAD47770. 1 1 C-C chemokine receptor 5 [Saguinu. . . i82 le-44 

qi i 5713053 i qb j AAD47749 . 1 1 C-C chemokine receptor 5 [Papio p. . . 182 le-44 

qi I 4406107 ! qb j AAD19S60. 1 1 C-C chemokine receptor type 5 [Py. . . 182 le-44 

<3;ij 5514614 j gb j AAD4<t007 . 1 1 CC chemokine receptor type 5 [Pan... 182 le-44 

.gljjA?il91^^^^^ C-C chemokine receptor 5 [Therop. . . 182 le-44 

qi j 13873079 j qb jAAK43365. 1 j C-C chemokine receptor 5 [Nasali... 182 le-44 

qi j 13875069 | q biAAK43360. 1 j C-C chemokine receptor 5 [Mandri . . . 182 le-44 

qi i 57 13 113 1 qbjA Al;478 09. i I C-C chemokine receptor 5 [Erythro... 182 2e-44 

qi j 5713064 ! qb j A7\D 4 7 7 6 0 ^ 1 1 C-'C chemokine receptor 5 [Colobus... 182 2e-44 

qi 15713056 j qb i iW)477 52^ I^^ C-C chemokine receptor 5 [Papio p... 182 2e-44 

qi j 571302 0 j qb jAAD477 16. Ij C-C chemokine receptor 5 [Macaca . . . 182 2e-44 

qi i 5712951 j qb j AAD47647 . 1 1 C-C chemokine receptor 5 [Hylobat... 182 2e-44 

:lL[lS.?.§/l?.PJ..9llL^^ chemokine receptor CCR5 [Rattus n. . . 182 2e-44 B 

^iig9498 0 I qb I AAD32 684 . i j CC chemokine receptor 5 [Colobus . . . 182 2e-44 

qi j 4426832 j qb i AAD20560 . 1 1 CC chemokine receptor 5 [Gorilla . . . 182 2e-44 

qi i 13873121 j qb 1 AAX4.3386 . 1 1 C-C chemokine receptor 5 [Gorill... 182 2e-44 

gi j 13873067 I gbjAAK43359. 1 j C-C chemokine receptor 5 [Mandri... 182 2e-44 

9AJJ:.M^^:Z^?iUyjl^^^^^^ CC chemokine receptor type 5 [Ce... 182 2e-44 

qi i 56553514 j qb j AAV97929 . 1 i chemokine receptor 5 [Bos taurus . . . 181 2e-44 B 

qi i 5713104 ! qb j AAD47S00 . 1 1 C-C chemokine receptor 5 [Cercopi... 181 2e-44 

qij 5713096 j qbi AAD477 92, II C-C chemokine receptor 5 [Cercopi... 181 2e-44 

:iyiilL?.Ql?lCib^^^ C-C chemokine receptor 5 [Cercopi... 18.1. 2e-44 
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3-4JJA!?.?A?JJ..^^.^JJ.1^^^ chemokine (C-C motif) receptor .. 

qi i 5712994 I qb j AAD47690 . 1 1 C-C chemokine receptor 5 [Saguinu.. 
qi I 23305858 I qb j AAN17318 . 1 j interleukin 8 receptor B CXCR2 [ . . 

9Mll!^!^§l}.9klA3N!^J^^ HM145 [Homo sapiens] 

qi i 7441609 j pir j j Go6o48 fusin (LESTRA) - crab-eating macaque . . 

qi j 9587738 j qb j AAF8936r. 1 1 chemokine receptor CXCR4 [Nyctice.. 

qi j 1237136 j qb | .AAC52454 . 1 1 MIP-1 alpha receptor 

3lliAP^iMlI^Lil!P_Q.9M25..21 interleukin 8 receptor alpha [H. . 
qii278 02 639|qbjAAO21209.1j chemokine receptor CXCR4 [Petrom. . 

qi I 20380431 1 qb j AAH28221 . 1 j Interleukin 8 receptor alpha [Ho.. 
:iy..l.?.M.^ZLLSk]i^l?Al^^^^^^ alpha chemokine receptor [Macaca . . 

9^ i j^A]■^^■i■■'?fifii^2^^^,^Al, interleukin-8 receptor type A [P.. 
qi j 55741694 | ref |NP 001003151 . 1 1 interleukin-8 receptor [Can.. 
3.k]J.-.9i.?.MHI.il-^^^^^ macrophage inflammatory protei . . 

qi { 45382915 1 ref | NP_989948 . 1 1 chemokine receptor CXCR4 [Gall.. 
qi I .31353'q4 j qbl AAC39834 . 1 1 chemokine receptor CXCR4 [Cercoce.. 
qi 171085 1 9 j qb j AAF3 6 4 5 3 , 1 1 chemokine receptor [Callithrix ja.. 

gij 486759091 ref |NP^_ 001001621 .Ij chemokine C-C motif recepto.. 
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qi j 27924174 | gb j Afi.H44963 . 1 j Cxcr4-prov protein [Xenopus laevis] 159 le-37 S 

qi ! 31542352 | reflNP 034042 . 2 \ chemokine (C-C motif) receptor... 159 le-37 B 

9l]J/iLlJA^3JjI^^^^^ Unknown (protein f or MGC : 82907 ) ... 159 le-37 

qi ! S118035 i gb j AAF72S71 . 1 1 7-transinembrane G-protein coupled. . . 159 le-37 B 

qi j 3327018 i einb j CAh04493 > 1 1 CXC chemokine receptor [Oncorhyn... 159 2e-37 

qi I 47220226 I €>mt) | CAF98991 . 1 1 unnamed protein product [Tetrao. . . 159 2e-37 

qi i 26327025 | dbj | 3AC27256 . 1 j unnamed protein product [Mus mu... 159 2e-37 S 

qi i 88 1548 j qb I AAA89153 . 1 i macrophage inflammatory protein-1 . . . 158 2e-37 B 

^L\J:l-.^.?2?AlS}^lN^^ chemokine G-protein-coupled recep... 158 2e-37 B 

9AJJA07211ijgbj7^ chemokine receptor [Macaca mulatt. . . ,158 2e-37 

qi 1315^23541 ref IN? 034044.21 CC chemokine receptor 3 [Mus m. . . 152 4e-37 B 

qi 1507321431 ref |XP 418499.11 PREDICTED: similar to CC-chemo... 157 5e-37 B 

gi i 6467133 j dbj iBAAS6964. 1 j b-chemokine receptor CCR3 [Homo . . . 157 6e-37 B 

qi j 16758844 Iref I NP 446410.11 CC chemokine receptor 3 [Rattu. . . 156 8e-37 B 

qi i 50540418 | ref [ NP001002675 .1 j, zgc: 91924 [Danio rerio] >gi... 1.56 le-36 B 

gi! 1885S507 | ref | NP_571909 . 1 1 chemokine (C-X-C motif), recep... 15_e le-36 B 

qi I 3930519 i qb ; AAC80428 . 1 1 C-C chemokine receptor 3 [Cavia p... 156 le-36 

;lLL?.j?..?lQ21U?^^^^^^^ chemokine receptor CCR3 [Rattus n... 155 2e-36 B 

qi i 13929467 | ref [NP_001287 , 2 | chemokine binding protein 2 [H. . . 154 4e-36 B 

qi ! 30583827 }qfojAAP36162. 1 ; Homo sapiens chemokine binding p... 154 4e-36 

gi j 30171328 } qb ! AAP20651. 1 j chemokine-binding protein 2 [Hom. . . 154 4e-36 B 

2.yjJi..^JillL5kI^^^ cc-chemokine-binding receptor JAB... 154 5e-36 B 

qij 51870077 | ref I YP 073630. 1 1 Hypothetical protein LDVICpl24... 153 7e-36 B 

qi i 22 6668 6! errO:) j CAA7 4107 , 1 j C-C chemokine receptor-3 [Macaca... 153 7e-36 

<?i|^g66434 j errO:) 1 CAA74106 . 1 i C-C chemokine receptor-3 [Cercop... 153 .9e-36 

qi j 4885121 j ref j NP_G0S192 > 1 1 chemokine (C-C motif) receptor ... 152 le-35 B 

qi ! 556202391 ref I XP 526178. 1 | PREDICTED: chemokine (C-Cmoti... 152 le-35 B 

^AJJ.9J.Kl?AQ.?J..g.^^^^^^ chemokine receptor D6 [Homo sapi . . . 152 le-35 B 

gij 42 55765^^^^ C-C chemokine receptor 8 like [ . . . 152 le-35 

qi!22652109|qb! AAN03 618 . 1 1 eotaxin receptor CCR3 [Macaca mu. . . 152 le-35 

qi ! 22652103 | qb j AAN03615 . 1 i eotaxin receptor CCR3 [Macaca fa... 152 le-35 

<liil8 071641 1 i chemokine receptor 3 [Macaca fas... 152, le-35 

/lyili?^^^^^^^^^ chemokine receptor 3 [Macaca fas... 152 le-35 

qi j 13027 670 I qb I AAK0B62S . 1 j CC chemokine receptor 8 [Homo sa... 152 le-35 B 

cj i ! 2 4 0 7 2 1 9 1 qb j A A B 7 0 5 2 7 . 1 1 chemokine receptor [Macaca mulatt... 152 2e-35 

<lU.^§'Il]l!ll^^MMJ^^^^^ chemokine (C-C motif) receptor ... ,1,51 3e-35 B 

qi!57103782|ref IXP 542719.11 PREDICTED: similar to chemokin. . . 150 4e-35 B 

qi j 47220980 | emb | CAF98209 . 1 j unnamed protein product [Tetrao... 150 4e-35 

qi j 3298340 j dbi j BAA3145S . 1 j CXC chemokine receptor-1 [Cyprin... 150 4e-35 

!3Ml^!M01<ih\^!^^l^^l^li. G protein-coupled receptor >gi|586... 150 6e-35 

S.lilM;ii^lLL3kLM^^^^^^^ SPV146 G protein-coupled CC chem. . . 150 6e-35 B 

qi ! 13430087 I qb jAAK2 5739. 1 j chemokine receptor CCR3 [Macaca . . . 150 6e-35 

gi i 34740123 | dbj | BAC87713 . 1 ; C-C chemokine receptor-3 [Paral... 149 2e-34 

qi i 31542483 | ref | NP__Q67622 . 2 | D6 beta-chemokine receptor [Mu. . . 147 4e-34 B 

qi i 3851699 1 qb j AAC7 2403 . 1 1 chemokine receptor [Macaca mulatt . 147 4e-34 

qi ! 55562725 | qb j AAH864 49 . 1 ! Chemokine binding protein 2 [Rat... 147 6e-34 B 

<lli^2iM?l&i^"li>^L^M^^^ PREDICTED: similar to chemokin... 14 6 8e-34 B 

.gijl3.?„?ilL9^^^^ IL-8 receptor [Oncorhynchus mykiss] 145 2e-33 

qij 13897920 }qbjAA-K4e502. Ij IL-8 receptor [Oncorhynchus mykiss] 145 2e-33 

q i j 2 2 1 3 5 0 7 j q b i A AB 6 1 5 7 2 . 1 1 CC-chemokine-binding receptor JAB... 145 2e-33 B 
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qi i 2072651 j emb j CAA73379. 1 j beta-chemokine receptor D6 [Mus . 
qi I 47227892 | emb I CAGQ9G55. 1 ! unnamed protein product [Tetrao. 
qi j 109222 jpirj jA23669 interleukin-8 receptor, high affinity. 

qi i 2 7 721715 I re f I XP 2 36704.11 similar to chemokine receptor . 

qi 1 54038607 I qb j AAH84447 . 1 j Hypothetical LOC496477 [Xenopus . 

;iy.X?A15-Q.y..^i??JiVl5.^^^^^ chemokine receptor LCRl [Rattus n. 

qi j 3298358 i dbj j B7^31470 . 1 1 CXC chemokine receptor-2 [Cyprin. 

qijl9424190iref INP 598218.11 Rbsll protein [Rattus norvegic. 
qi j 13897918 I qbjAAK4S501. 1 j IL-8 receptor [Oncorhynchus myki. 

^iAJJ.^115i?Ml££li^!^l£^^^ Chemokine (C-X3-C) receptor 1 [M. 

qi j 26331012 | dbj 1 3AC29236 . 1 ! unnamed protein product [Mus mu. 
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Alignments 

G > qi i 422826 j pir j | A4563Q G protein-coupled peptide receptor EBI 1 - human 

g-l-IJJ34^y i g'^ ' 1 1 E EBV induced G-protein coupled receptor 

Length = 378 

Score = 688 bits (1775), Expect = 0.0 

Identities = 351/378 (92%), Positives = 351/378 (92%) 



Query: 


1 


MDLGKPMKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWF 


60 






MDLGKPMKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWF 




Sbjct : 


1 


MDLGKPMKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWF 


60 


Query: 


61 


LPIMYSIICFXXXXXXXXXXXTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAK 


120 






LPIMYSIICF TYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSATU^ 




Sbjct: 


61 


LPIMYSIICFVGLLGNGLWLTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAK 


120 


Query: 


121 


SWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCV 


180 






SWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSMRHRARVLLISKLSCV 




Sbjct: 


121 


SWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCV 


180 


Query: 
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GSAILATVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMS 
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GSAILATVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMS 
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Query: 
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Sbjct: 
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Query: 
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Sbjct: 
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Query: 
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□ > qi! 4502641! reflNP 001829.11 QI chemokine (C-C motif) receptor 7 precursor [Homo 
gl |23243434|qb|AAK35343>l j B Chemokine (C-C motif) receptor 1, precursor [Homo sa 

gi)__49176610 [ qb|AAT52232 . 1 j B CC chemokine receptor 7 [Homo sapiens] 

qi I 468516 j ab jAAA7 4230 . 1 1 @ G protein-coupled receptor [Homo sapiens] 

qi 1 1082381 Ipir I IB55735 lymphocyte-specific G protein-coupled receptor EBIl - huma 

.^A.I.f-^.^.^j.?..P 9PAJ^?JAZ3.1.r I S ^ protein-coupled receptor 

cri 1 1352335 I sp I P32248 I CKR7 HTJ>1AN B C-C chemokine receptor type 7 precursor (C-C CK 
(CCR-7) (MIP-3 beta receptor) (EBV-induced G 
protein-coupled receptor 1) (EBIl) (BLR2) 
Length =378 

Score = 682 bits (1760), Expect =0.0 

Identities = 348/378 (92%), Positives = 349/378 (92%) 



Query: 


1 


MDLGKPMKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWF 


60 






MDLGKPMKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWF 




Sbjct : 
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MDLGKPMKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWF 


60 


Query: 


61 


LPIMYSIICFXXXXXXXXXXXTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAK 


120 






LPIMYSIICF TYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAK 
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61 
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120 


Query: 


121 


SWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCV 


180 






SWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCV 




Sbjct: 


121 


SWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCV 


180 


Query: 


181 


GSAILATVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMS 


240 






G IliATVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLIiAMS 




Sbjct: 


181 


GIWILATVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMS 


240 


Query: 


241 


FCYLVIIRTLLQARNFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCEL 


300 






FCYLVIIRTLLQARNFERN QLPYNGWLAQTVANFNITSSTCEL 




Sbjct: 


241 


FCYLVIIRTLLQARNFERNKAIKVIIAWWFIVFQLPYNGWLAQTVANFNITSSTCEL 


300 


Query: 
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Query: 
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Sbjct: 


361 


IRRSSMSVEAETTTTFSP 378 





G > qi I 31127005 | qb | AA1^47099 > 2 j CC chemokine receptor 7 [Macaca mulatta] 
Length =378 

Score = 675 bits (1742), Expect = 0.0 

Identities = 346/378 (91%), Positives = 347/378 (91%) 

Query: 1 MDLGKPMKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWF 60 

MDLGKPMKSVLWALLVIFQV LCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWF 
Sbjct: 1 MDLGKPMKSVLWALLVIFQVYLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWF 60 

Query: 61 LPIMYSIICFXXXXXXXXXXXTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAK 120 

LPIMYSIICF o TYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAK 
Sbjct : 61 LPIMYSIICFVGLLGNGLWLTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAK 120 



http://www.ncbi .nlm.nih.gov/BLAST/Blast. cgi 
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Query: 121 SWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCV 180 

SWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCV 
Sbjct: 121 SWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCV 180 

Query: 181 GSAILATVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLIAMS 240 

G ILATVLSIPELLYS LQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMS 
Sbjct: 181 GIWILATVLSIPELLYSGLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMS 240 

Query: 241 FCYLVIIRTLLQARNFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCEL 300 

FCYLVIIRTLLQARNFERN QLPYNGWLAQTVANFNITSSTCEL 
Sbjct: 241 FCYLVIIRTLLQARNFERNKAIKVIIAWWFIVFQLPYNGWLAQTVANFNITSSTCEL 300 

Query: 301 SKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCRH 360 

SKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRND+FKLFKDLGCLSQEQLRQWSSCRH 
Sbjct: 301 SKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRNDLFKLFKDLGCLSQEQLRQWSSCRH 360 

Query: 361 IRRSSMSVEAETTTTFSP 378 

IRRSSMSVEAETTTTFSP 
Sbjct: 361 IRRSSMSVEAETTTTFSP 378 



□ > qi i 55645367 | ref { X? 511477 . 1 1 B PREDICTED: chemokine (C-C motif) receptor 7 [Par 
Length = 372 

Score = 669 bits (1727), Expect =0.0 

Identities = 342/372 (91%), Positives = 343/372 (92%) 



Query: 


7 


MKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWFLPIMYS 


66 






MKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWFLPIMYS 




Sbjct: 


1 


MKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWFLPIMYS 


60 


Query: 


67 


IICFXXXXXXXXXXXTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAKSWVFGV 


126 






IICF TYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAKSWVFGV 




Sbjct: 


61 


IICFVGLLGNGLWLTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAKSWVFGV 


120 


Query: 


127 


HFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCVGSAILA 


186 






HFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCVG ILA 




Sbjct: 


121 


HFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCVGIWILA 


180 


Query: 


187 


TVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMSFCYLVI 


246 






TVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMSFCYLVI 




Sbjct: 


181 


TVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLL7\MSFCYLVI 


240 


Query: 


247 


IRTLLQARNFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCELSKQLNI 


306 






IRTLLQARNFERN QLPYNGWLAQTVANFNITSSTCELSKQLNI 




Sbjct: 


241 


IRTLLQARNFERNKAIKVIIAWWFIVFQLPYNGWLAQTVANFNITSSTCELSKQLNI 


300 


Query: 


307 


AYDVTYSLACVRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCRHIRRSSM 


366 






AYDVTYSLACVRCCVNPFLYAFIGVKFRND+FKLFKDLGCLSQEQLRQWSSCRHIRRSSM 




Sbjct: 


301 


AYDVTYSLACVRCCVNPFLYAFIGVKFRNDLFKLFKDLGCLSQEQLRQWSSCRHIRRSSM 


360 


Query: 


367 


SVEAETTTTFSP 378 








SVEAETTTTFSP 




Sbjct: 


361 


SVEAETTTTFSP 372 





O > qi I 56553516 1 qb | AAV97930 . 1 1 chemokine receptor 7 [Bos taurus] 
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Length = 379 
Score = 635 bits (1638), Expect =0.0 

Identities = 319/379 (84%), Positives = 338/379 (89%), Gaps = 1/379 (0%) 



Query: 


1 


MDLGKPMKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWF 


60 






MDLGKPMK+VLWALLVIFQVCLCQDEVTD+YIGDNTTVDYTL+ES+C KKDVRNFKAWF 




Sbjct : 


1 


MDLGKPMKNVLWALLVIFQVCLCQDEVTDNYIGDNTTVDYTLYESVCFKKDVRNFKAWF 


60 


Query: 


61 


LPIMYSIICFXXXXXXXXXXXTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAK 


120 






LPIMYSIICF TYIYFKRLKTMTDTYLLNLA+ADILFLLTLPFWAYSAAK 




Sbjct: 


61 


LPIMYSIICFVGLLGNGLVMLTYIYFKRLKTMTDTYLLNLAIADILFLLTLPFWAYSAAK 


120 


Query: 


121 


SWVFGVHFCKLI FAI YKMS FFSGMLLLLCI S IDRYVAI VQAVSAHRHRARVLLI SKLS CV 


180 






SWVFGVH CKLIF I YK+S FFSGMLLLLCI S IDRYVAI VQAVSAHRHRARVLLI SKLS C+ 




Sbjct: 


121 


SWVFGVHVCKLIFGIYKISFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCL 


180 


Query: 


181 


GSAILATVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMS 


240 






G +LA VLS PE++YS +Q+SSSEQA+RCSL+TEHVEA ITIQVAQMV+GFL+PL+AMS 




Sbjct: 


181 


GIWMLAIVLSTPEVMYSGIQKSSSEQALRCSLVTEHVEALITIQVAQMWGFLIPLMAMS 


240 


Query: 


241 


FCYLVIIRTLLQARNFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSST-CE 


299 






FCYLVIIRTLLQARNFERN QLPYNGWLA TVANFNITS T CE 




Sbjct: 


241 


FCYLVIIRTLLQARNFERNKAIKVIIAVVVVFVAFQLPYNGVVLAHTVANFNITSGTSCE 


300 


Query: 


300 


LSKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCR 


359 






LSKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFR+D+FKLFKDLGCLSQEQLRQWS CR 




Sbjct: 


301 


LSKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRSDLFKLFKDLGCLSQEQLRQWSFCR 


360 


Query: 


360 


HIRRSSMSVEAETTTTFSP 378 








H RRSSMSVEAETTTTFSP 




Sbjct: 


361 


HTRRSSMSVEAETTTTFSP 379 





C > qi I 48374059 I ref I NP 001001532 . 1 1 S chemokine (C-C motif) receptor 7 [Sus scrofa] 
q± I 40363611 1 dbj | BAJ:j06309 , 1 1 ^ chemokine (C-C motif) receptor 7 [Sus scrofa] 
SAL?..?5M!l?AL^^^l^^^^ B chemokine receptor 7 [Sus scrofa] 

q-j i 2855711Q I dbj [ BAC57561 . 1 1 @ chemokine receptor 7 [Sus scrofa] 
Length = 380 

Score = 634 bits (1635), Expect = e-180 

Identities = 323/380 (85%), Positives = 337/380 (88%), Gaps = 2/380 (0%) 

Query: 1 MDLGKPMK-SVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAW 59 

MDLGKPMK S+LWALLVIFQVCLCQDEVTDDYIGDNTTVDYTL+ES+C KKDVR FKAW 
Sbjct: 1 MDLGKPMKKSLLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLYESVCFKKDVRTFKAW 60 

Query: 60 FLPIMYSIICFXXXXXXXXXXXTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAA 119 

FLP+MYSIICF TYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAA 
Sbjct: 61 FLPVMYSIICFVGLLGNGLVMLTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAA 120 

Query: 120 KSWVFGVHFCKLI FAI YKMS FFSGMLLLLCI S IDRYVAI VQAVSAHRHRARVLLI SKLSC 179 

KSWVFGVH CKLIF lYK+SFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLI SKLSC 
Sbjct: 121 KSWVFGVHVCKLIFGIYKISFFSGMLLLLCISIDRYVAIVQAVSAHRHR7VRVLLISKLSC 180 

Query: 180 VGSAILATVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAM 239 

VG +LA VLS PELLYS Q+SSSEQA+RCSLITEHVEA ITIQVAQMV+GFL+PL+AM 
Sbjct: 181 VGIWMLAMVLSTPELLYSGTQKSSSEQJUiRCSLITEHVEALITIQVAQMWGFLIPLVAM 240 
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Query: 240 SFCYLVIIRTLLQARNFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSST-C 298 

SFCYLVIIRTLLQARNFERN QLPYNGWLAQTVANFNITS T C 

Sbjct: 241 SFCYLVIIRTLLQARNFERNKAIKVIIAWWFVAFQLPYNGWLAQTVANFNITSGTSC 300 

Query: 299 ELSKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSC 358 

ELSKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFR+D+FKLFKDLGCLSQE+LRQWSSC 
Sbjct: 301 ELSKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRSDLFKLFKDLGCLSQERLRQWSSC 360 

Query: 359 RHIRRSSMSVEAETTTTFSP 378 

RH RRSSMS EAETTTTFSP 
Sbjct: 361 RHTRRSSMSAEAETTTTFSP 380 



□ > ai j 57091575 | ref|XP 548131 . 1 1 @ PREDICTED: similar to chemokine receptor 7 [Canj 
Length =399 



Score = 625 bits (1613), Expect = e-178 

Identities = 316/379 (83%), Positives = 333/379 (87%), Gaps = 1/379 (0%) 



Query: 


1 


MDLGKPMKSVLWALLVI FQVCLCQDEVTDDYI GDNTTVDYTLFESLCSKKDVRNFKAWF 


60 






M LGKPMKS+LWALLVIFQVCLCQDEVTDDYIG+NTTVDYTL+ES+C KKDVRNFKAWF 




Sbjct: 


21 


MQLGKPMKSLLWALLVIFQVCLCQDEVTDDYIGENTTVDYTLYESVCFKKDVRNFKAWF 


80 


Query: 


61 


LPIMYSIICFXXXXXXXXXXXTYIYFKRLKTMTDTYLLNLAVTUDILFLLTLPFWAYSAAK 


120 






LPIMYSIICF TYIYFKRLKTMTDTYLLNLA+ADILFLLTLPFWAYSAAK 




Sbjct: 


81 


LPIMYSIICFMGLLGNGLWLTYIYFKRLKTMTDTYLLNLAMADILFLLTLPFWAYSAAK 


140 


Query: 


121 


SWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCV 


180 






SW FGVH CK+IF lYK+SFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVL ISKLSCV 




Sbjct: 


141 


SWTFGVHVCKIIFGIYKISFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLFISKLSCV 


200 


Query: 


181 


GSAILATVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMS 


240 






G +LA VLS PELLYS LQ+SSSEQA+RCSL T VEA ITIQVAQMV+GFL+PL AMS 




Sbjct: 


201 


GIWMLAMVLSTPELLYSGLQKSSSEQALRCSLNTNQVEALITIQVAQMWGFLIPLGAMS 


260 


Query: 


241 


FCYLVIIRTLLQARNFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNIT-SSTCE 


299 






FCYLVIIRTLLQARNFERN QLPYNGV+LAQTVANFNIT S +CE 




Sbjct: 


261 


FCYLVIIRTLLQARNFERNKAIKVIIAWWFIAFQLPYNGVILAQTVANFNITGSGSCE 


320 


Query: 


300 


LSKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCR 


359 






LSKQLNIAYD+TYSLACVRCCVNPFLYAFIGVKFR+D+FKLFKDLGCLSQEQLRQWSSCR 




Sbjct: 


321 


LSKQLNIAYDITYSLACVRCCVNPFLYAFIGVKFRSDLFKLFKDLGCLSQEQLRQWSSCR 


380 


Query: 


360 


HIRRSSMSVEAETTTTFSP 37 8 








H RRSSMSVEAETTTTFSP 




Sbjct: 


381 


HTRRSSMSVEAETTTTFSP 399 





O >q i j 26332358 | dbj | BAC29909, 1 \ @ unnamed protein product [Mus musculus] 
Length =378 

Score = 603 bits (1555), Expect = e-171 

Identities = 300/378 (79%), Positives = 326/378 (86%) 

Query: 1 MDLGKPMKSVLWALLVI FQVCLCQDEVTDDYI GDNTTVDYTLFESLCSKKDVRNFKAWF 60 
MD GKP K+VLWALLVIFQVC CQDEVTDDYIG+NTTVDYTL+ES+C KKDVRNFKAWF 
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Sb j ct : 


1 


MDPGKPRKNVLWALLVIFQVCFCQDEVTDDYIGENTTVDYTLYESVCFKKDVRNFKAWF 


60 


Query: 


61 


LPIMYSIICFXXXXXXXXXXXTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAK 


120 






LP+MYS+ICF TYIYFKRLKTMTDTYLLNLAVADILFLL LPFWAYS AK 




Sbjct: 


61 


LPLMYSVICFVGLLGNGLVILTYIYFKRLKTMTDTYLLNIiAVADILFLLILPFWAYSEAK 


120 


Query: 


121 


SWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCV 


180 






SW+FGV+ CK IF lYK+SFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCV 




Sbjct: 


121 


SWIFGVYLCKGIFGIYKLSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCV 


180 


Query: 


181 


GSAILATVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMS 


240 






G +LA LSIPELLYS LQ++S E +RCSL++ VEA ITIQVAQMV GFLVP+LAMS. 




Sbjct: 


181 


GIWMLALFLSIPELLYSGLQKNSGEDTLRCSLVSAQVEALITIQVAQMVFGFLVPMLAMS 


240 


Query: 


241 


FCYLVIIRTLLQARNFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCEL 


300 






FCY L+II RT LLQARNFERN QLP YNGWLAQTVANFNI T+S +CE 




Sbjct: 


241 


FCYLIIIRTLLQARNFERNKAIKVIIAWWFIVFQLPYNGWLAQTVANFNITNSSCET 


300 


Query: 


301 


SKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCRH 


360 






SKQLNIAYDVTYSLA VRCCVNPFLYAFIGVKFR+D+FKLFKDLGCLSQE+LR WSSCRH 




Sbjct: 


301 


SKQLNIAYDVTYSLASVRCCVNPFLYAFIGVKFRSDLFKLFKDLGCLSQERLRHWSSCRH 


360 


Query: 


361 


IRRSSMSVEAETTTTFSP 378 








+R +S+S+EAETTTTFSP 




Sbjct: 


361 


VRNASVSMEAETTTTFSP 378 





>;l'M..$?.Z?'r^^^^ ^ chemokine (C-C motif) receptor 7 [Mus musculus] 

cfi I 4 68341 i gb j AA7^i74232 . 1 { @ G protein-coupled receptor [Mus musculus] 
cri 1 1083330 I pir I IA55735 G protein-coupled receptor EBIl - mouse 

_cxiil3S2_336 1 sp I P4777 4 i CKR7 MOUSE B C-C chemokine receptor type 7 precursor (C-C CK 
(CCR-7) (MIP-3 beta receptor) (EBV-induced G 
protein-coupled receptor 1)' (EBIl) 
Length = 378 

Score = 601 bits (1550), Expect = e-171 

Identities = 299/378 (79%), Positives = 325/378 (85%) 

Query: 1 MDLGKPMKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWF 60 

MD GKP K+VLWALLVIFQVC CQDEVTDDYIG+NTTVDYTL+ES+C KKDVRNFKAWF 
Sb j ct : 1 MDPGKPRKNVLWALLVIFQVCFCQDEVTDDYIGENTTVDYTLYESVCFKKDVRNFKAWF 60 

Query: 61 LPIMYSIICFXXXXXXXXXXXTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAK 120 

LP+MYS+ICF TYIYFKRLKTMTDTYLLNLAVADILFLL LPFWAYS AK 

Sbjct: 61 LPLMYSVICFVGLLGNGLVILTYIYFKRLKTMTDTYLLNLAVADILFLLILPFWAYSEAK 120 

Query: 121 SWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRTU^VLLISKLSCV 180 

SW+FGV+ CK IF lYK+SFFSGMLLLLCISIDRYVAIVQAVS HRHRARVLLISKLSCV 
Sbjct: 121 SWIFGVYLCKGIFGIYKLSFFSGMLLLLCISIDRYVAIVQAVSRHRHRARVLLISKLSCV 180 

Query: 181 GSAILATVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMS. 240 

G +LA LSIPELLYS LQ++S E +RCSL++ VEA ITIQVAQMV GFLVP+LAMS 
Sbjct: 181 GIWMLTaFLSIPELLYSGLQKNSGEDTLRCSLVSAQVEALITIQVAQMVFGFLVPMLAMS 240 

Query: 241 FCYLVIIRTLLQARNFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTV7\NFNITSSTCEL 300 

FCYL+IIRTLLQARNFERN QLPYNGWLAQTVANFNIT+S+CE 
Sbjct: 241 FCYLIIIRTLLQARNFERNKAIKVIIAWWFIVFQLPYNGWLAQTVANFNITNSSCET 300 
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Query: 301 SKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCRH 360 

SKQLNIAYDVTYSLA VRCCVNPFLYAFIGVKFR+D+FKLFKDLGCLSQE+LR WSSCRH 
Sbjct: 301 SKQLNIAYDVTYSLASVRCCVNPFLYAFIGVKFRSDLFKLFKDLGCLSQERLRHWSSCRH 360 

Query: 361 IRRSSMSVEAETTTTFSP 37 8 

+R +S+S+EAETTTTFSP 
Sbjct: 361 VRNASVSMEAETTTTFSP 378 



□ > qi j 58477681 1 gb ! AAH8 37 62 . 1 j S Chemokine (C-C motif) receptor 7 [Rattus norvegici 
qi i 41054 9A4I re lilNP 9557S3,1| S chemokine (C-C motif) receptor 7 [Rattus norvegicu 
cri I 38S 7Q235 | cfb | AP^24573 . 1 1 B chemokine receptor 7-like protein [Rattus norvegicus 
Length =378 

Score = 601 bits (1549), Expect = e-170 

Identities = 297/378 (78%), Positives = 325/378 (85%) 



Query: 


1 


MDLGKPMKSVLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWF 


60 






MDLGKP K+VLWALLVI FQVC CQDEVTDDYIG+NTTVDYTL+ES+C KKDVRNFKAWF 




Sbjct: 


1 


MDLGKPTKNVLWALLVIFQVCFCQDEVTDDYIGENTTVDYTLYESVCFKKDVRNFKAWF 


60 


Query: 


61 


LPIMYSIIC FXXXXXXXXXXXT Y I Y FKRLKTMTDT YLLNLAVADI LFLLTLPFWAY SAAK 


120 






LP+MYS+ICF TYIYFKRLKTMTDTYLLNLAVADILFL+ LPFWAYS AK 




Sbjct: 


61 


LPLMYSVICFVGLLGNGLWLTYIYFKRLKTMTDTYLLNLAVADILFLMILPFWAYSEAK 


120 


Query: 


121 


SWVFGVHFCKLI FAX YKMS FFS GMLLLLCI S I DRYVAI VQAVS AHRHRARVLLI SKLS CV 


180 






SW+FG + CK IF IYK+SFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSC+ 




Sbjct: 


121 


SWIFGAYLCKSIFGIYKLSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCI 


180 


Query: 


181 


GSAILATVLSIPELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLAMS 


240 






G LA LSIPELLYS LQ++S E RCSL++ VEA I IQVAQMV+GF++P+LAMS 




Sbjct : 


181 


GIWTLAFFLSIPELLYSGLQKNSGEDTWRCSLVSAQVEALIAIQVAQMVVGFVLPMLAMS 


240 


Query: 


241 


FCYLVIIRTLLQARNFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCEL 


300 






FCYLVIIRTLLQARNFERN QLPYNGWLAQTVANFNIT+S+CE 




Sbjct: 


241 


FCYLVIIRTLLQARNFERNKAIKVIIAWWFWFQLPYNGWLAQTVANFNITNSSCEA 


300 


Query: 


301 


SKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCRH 


360 






SKQLNIAYDVTYSLA VRCCVNPFLYAFIGVKFR+D+FKLFKDLGCLSQE+LRQWSSCRH 




Sbjct: 


301 


SKQLNIAYDVTYSLASVRCCVNPFLYAFIGVKFRSDLFKLFKDLGCLSQERLRQWSSCRH 


360 


Query: 


361 


IRRSSMSVEAETTTTFSP 37 8 








+R +S+S+EAETTTTFSP 




Sbjct: 


361 


VRHTSVSMEAETTTTFSP 378 





□ > qi i 5076088 9 I ref }XP 425875.1 1 B PREDICTED: similar to CC chemokine receptor 7 [C 
Length = 375 

Score = 421 bits (1082), Expect = e-116 

Identities = 223/370 (60%), Positives = 272/370 (73%), Gaps = 8/370 (2%) 

Query: 10 VLWALLVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWFLPIMYSIIC 69 

VL++ L+ F + VTDDY NTT+DY +FE +C KK+VR+F+A FLP MYS+IC 

Sbjct: 13 VLLLCRLISF CAGNNVTDDYDA-NTTIDYNMFEMMCEKKEVRDFRAAFLPAMYSLIC 68 

Query: 70 FXXXXXXXXXXXTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAKSWVFGVHFC 129 
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F TYIYFKRLKTMTD YLLNLA+ADILFLLTLPFWA SAA W FG C 



Sbjct : 


69 


FTGLLGNGLVMLTYIYFKRLKTMTDIYLLNLALADILFLLTLPFWATSAATFWCFGEFAC 


128 


Query: 


130 


KLI FAI YKMS FFSGMLLLLCI S IDRYVAI VQAVSAHRHRARVLLI SKLSCVGSAI LATVL 


189 






K ++ I KMSFFSGMLLLL ISIDRY AIVQA SAHR R R++ ISK++C+ +I1A VL 




Sbjct: 


129 


KAVYCICKMSFFSGMLLLLSISIDRYFAIVQAASAHRFRPRMIFISKVTCILIWLLAFVL 


188 


Query: 


190 


SIPELLYSDLQRSSSEQAMRCSLITEHVEAFIT-IQVAQMVIGFLVPLIi7\MSFCYLVIIR 


248 






SIPEL++S + S RCS+I ++ F T I+V+QMV GFLVPL+ MS CYL+II+ 




Sbjct: 


189 


SIPELVHSGVNNYDSHP — RCSIIASDLQTFSTGIKVSQMVFGFLVPLWMSVCYLIIIK 


246 


Query: 


249 


TLLQARNFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCELSKQLNIAY 


308 






TLLQARNFE+N QLPYNGV+LA+T++ FN TSS C+ SK+L++A 




Sbjct: 


247 


TLLQARNFEKNKAIKVIIAWI VFWFQLPYNGVMLAKTI SVFNNTSS -CDESKKLDMAD 


305 


Query: 


309 


DVTYSLACVRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCRHIRRSSMSV 


368 






DVTY+LAC RCC+NPFLYAFIGVKFRND+FKL K+LGCLSQ++L Q SSCR +R S ++ 




Sbjct: 


306 


DVTYTLACFRCCLNPFLYAFIGVKFRNDLFKLLKELGCLSQQRLWQLSSCRESKRFSFAM 


365 


Query: 


369 


EAETTTTFSP 378 








E ETTTTFSP 




Sbjct: 


366 


ETETTTTFSP 375 




□ >aii 


33415854 1 qbiAAQlS436. 11 B chemokine receptor 7 [Bos taurus] 





Length = 246 
Score = 409 bits (1050), Expect = e-113 

Identities = 210/247 (85%), Positives = 222/247 (89%), Gaps = 2/247 (0%) 

Query: 133 FAI YKMS FFSGMLLLLCI SI DRY VAX VQAVSAHRHRARVLL I SKLSCVGSAILATVLS IP 192 

FAIYKMSFFSGMLLL CIS IDRYVAI VQAVSAHRHRARVLLI SKLSC+G +LA VLS P 
Sbjct: 1 FAIYKMSFFSGMLLL-CISIDRYVAIVQAVSAHRHRARVLLISKLSCLGIWMLAIVLSTP 59 

Query: 193 ELLYSDLQRSSSEQAMRCSLITEHVEAFITIQVAQMVIGFLVPLLT^MSFCYLVIIRTLLQ 252 

E++YS +Q+SSSEQA+RCSL+TEHVEA ITIQVAQMV+GFL+PL+AMSFCYLVIIRTLLQ 
Sbjct: 60 EVMYSGIQKSSSEQALRCSLVTEHVEALITIQVAQMWGFLIPLMAMSFCYLVIIRTLLQ 119 

Query: 253 ARNFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSST-CELSKQLNIAYDVT 311 

ARNFERN QLPYNGWLAQTVANFNITS T CELSKQLNIAYDVT 

Sbjct: 120 ARNFERNKAIKVIIAWWFVAFQLPYNGWLAQTVANFNITSGTSCELSKQLNIAYDVT 179 

Query: 312 YSLACVRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCRHIRRSSMSVEAE 371 

YSLACVRCCVNPFLYAFIGVKFRND+FKLFKDLGCLSQEQLRQWSSCRHIRRSSMSVEAE 
Sbjct: 180 YSLACVRCCVNPFLYAFIGVKFRNDLFKLFKDLGCLSQEQLRQWSSCRHIRRSSMSVEAE 239 

Query: 372 TTTTFSP 378 

TTTTFSP 
Sbjct: 240 TTTTFSP 246 



□ >qi I 49113818 | qb jAAI-173 273 . 1 1 B MGC80638 protein [Xenopus laevis] 
Length = 358 

Score = 375 bits (963), Expect = e-102 

Identities = 186/364 (51%), Positives = 251/364 (68%), Gaps = 7/364 (1%) 



http://www.ncbi.nlm.nih.gov/BLAST/Blastcgi 
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Query: 
Sbjct : 
Query: 
Sbjct: 
Query: 
Sbjct: 
Query: 
Sbjct: 
Query: 
Sbjct: 
Query: 
Sbjct: 
Query: 
Sbjct: 



16 LVIFQVCLCQDEVTDDYIGDNTTVDYTLFESLCSKKDVRNFKAWFLPIMYSIICFXXXXX 75 

+ FQ+ + +D V+ D +T+DY+ +++C K DVR F++ FLP MY+IIC 

1 MATFQIAVGED^^VSTDE^n^PYSTMDYSDLQTVCQKGDVRTFRSSFLPAMYTIICLVGLAG 60 

7 6 XXXXXXTY I Y FKRLKTMTDT Y LLNLAVADI LFLLTLPFWAYSAAKSWVFGVHFCKLI FAI 135 

Y+YF RLK TD Y+LNLA+ADI+FLLTLPFWA S AK+WVFG CK+H- + 
61 NGLVMIRYLYFNRLKKGTDYYMLNIiAIADIVFLLTLPFWAVSVAKNWVFGSEMCKIIYCL 120 

136 YKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRPlRVLLISKLSCVGSAILATVLSIPELL 195 

YKMSFFSGM LL+C+S++RY AIVQA SAHRHR++ +LISKLS +G + A +LSIPELL 
121 YKMSFFSGMFLLMCVSMERYFAIVQAPSAHRHRSKTVLISKLSSLGIWVFAFLLSIPELL 180 

196 YSDLQRSSSEQAMRCSLITEHVEAF-ITIQVAQMVIGFLVPLIi7\MSFCYLVIIRTLLQAR 254 

YS + + C++ +++ ++++QM GF +PL+ M+ CY +IIR LLQAR 

181 YSGVNNNGG — VNMCIIFSNSIQSLSAKLKISQMFFGFFLPLIIMALCYCMIIRKLLQAR 238 

255 NFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCELSKQLNIAYDVTYSL 314 

NFE+ QLPYN V+L +T N + CE SK+L+IA DVTYSL 

239 NFEKYKAIKVIIAIVIVFVAFQLPYNSVMLIKTFDN GTDCEASKKLDIADDVTYSL 294 

315 ACVRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCRHIRRSSMSVEAETTT 374 

AC RCC+NPFLYA IG+KFRND+ KLFKD+GCLSQE++ +WSS + RR+S +++ ETTT 
295 ACFRCCLNPFLYAIIGIKFRNDLCKLFKDIGCLSQEKITEWSSAKPSRRTSFAMDTETTT 354 

375 TFSP 378 

TFSP 
355 TFSP 358 



□ > qi j 47223975 I einb I CAG06152 . 1 j unnamed protein product [Tetraodon nigroviridis] 
Length =848 

Score = 286 bits (731), Expect = 9e-76 

Identities = 149/339 (43%), Positives = 205/339 (60%), Gaps = 9/339 (2%) 



Query: 


38 


TVDYTLFESLCSKKDVRNFKAWFLPIMYSIICFXXXXXXXXXXXTYIYFKRLKTMTDTYL 


97 




T DY+ F ++C K+ R F+ WF+P YS+I F T+ YFKRLKTMTD YL 




Sbjct: 


1 


TADYSTFPTVCVKELNRQFRRWFMPTFYSVIFFLGLAGNLLVILTFFYFKRLKTMTDVYL 


60 


Query: 


98 


LNLAVADILFLLTLPFWAYSAAKSWVFGVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVA 


157 






LNL+ AD+LF L+LPFWA + WV G C++ +YK+SF+S M LL CIS+DRY A 




Sbjct: 


61 


LNLSFADLLFALSLPFWAANTMTKWVLGEEMCIAMYTVYKVSFYSSMFLLCCISVDRYFA 


120 


Query: 


158 


IVQAVSAHRHRARVLLISKLSCVGSAILATVLSIPELLYSDLQRSSSEQAMRCSLITEHV 


217 






I +A SA+R+R++ + +SK+S + A + S+PE+ Y+ + ++ C+ T 




Sbjct: 


121 


ISKATSAYRYRSQTMFLSKVSSAWWVAALIFSMPEMRYTSVNNNT— CTPYTGSK 


174 


Query : 


218 


EAF-ITIQVAQMVIGFLVPLLAMSFCYLVIIRTLLQARNFERNXXXXXXXXXXXXXXXXQ 


276 






+ + IQV Q+V+ F +PL+ MS CY II+TL QA+NFERN Q 




Sbjct: 


175 


DQLRVIIQVGQIVLAFALPLVIMSICYSSIIKTLCQAQNFERNKAIKVILAWAVFLVSQ 


234 


Query: 


277 


LPYNGWLAQTVANFNITSSTCELSKQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRND 


336 






+PYN V+ T+ +++C L A DVT LA RCC+NP +YAFIGVKFRND 




Sbjct: 


235 


VPYNLVLFWSTLVTAKGGTTSCSYDNNLLYATDVTQCLAFFRCCLNPIVYAFIGVKFRND 


294 


Query: 


337 


IFKLFKDLGCLSQEQLRQWSSCRHIRRSSMSVEAETTTT 375 








+ KL KD GC+S E +++S R RRSS E ETTTT 




Sbjct: 


295 


LLKLLKDWGCMSHESFFKYTSRR — RRSSGFTETETTTT 331 





http://www.ncbi.nlm.nih.gov/BLAST/Blast.cgi 
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□ > qi 1 14043042 I ref | N? 1.12477 . 1 1 B chemokine (C-C motif) receptor 9 isoform A [Home 

q i I 46854634 I gb I AAK6967 S . 1 1 B Chemokine (C-C motif) receptor 9, isoform A [Homo sa 

gi I 7673Q09 I qb j AAii'66699 . 1 1 Wi CC chemokine receptor 9A [Homo sapiens] 

gi I 4886432 | emb | CAB43^77 > 1 i S chemokine receptor CCR9 [Homo sapiens] 
Length = 369 



Score = 251 bits (641), Expect = 2e-65 

Identities = 128/335 (38%), Positives = 198/335 (59%), Gaps = 16/335 (4%) 



Query: 


28 


VTDDYIGDNTT VDYTLFESLCSKKDVRNFKAWFLPIMYSIICFXXXXXXXXXXXT 


82 






+ DDY ++T+ V++ + C K +VR F + FLP +Y ++ 




oD J C^ Z 




nfUJlJl (7b£jo 1 ooNhiDx VNe Nr 1 Dt I UhiKlNNVKQl: Aonr LirirJjl WLV £ 1 VCrAiiCiNbJLjVXijV 




Query: 


83 


YIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAKSWVFGVHFCKLIFAIYKMSFFS 


142 






Y Y R+KTMTD +LLNIiA+AD+LFL+TLPFWA +AA W F CK++ ++YKM+F+S 




Sbjct: 


73 


YWYCTRVKTMTDMFLLNLAIADLLFLVTLPFWAIAAADQWKFQTFMCKWNSMYKMNFYS 


132 


Query: 


143 


GMLLLLCI S I DRY VAX VQAVS AHRHRARVLLI SKLS CVGSAILATVLS I PE LLYS DLQRS 


202 






+LL++CIS+DRY+AI QA+ AH R + LL SK+ C +LA L IPE+LYS ++ 




Sbjct: 


133 


CVLLIMCISVDRYIAIAQAMRAHTWREkRLLYSKMVCFTIWVL7U\ALCIPEILYSQIKEE 


192 


Query: 


203 


SSEQAMRCSLI TEHVEAFITIQVAQMVIGFLVPLLAMSFCYLVIIRTLLQARNF 


256 






S C+++ T+ A +T-I-+V ++GF +P + M-l- CY +11 TL+QA+ 




Sbjct: 


193 


SG — lAICTMVYPSDESTKLKSAVLTLKV ILGFFLPFWMACCYTIIIHTLIQAKKS 


247 


Query: 


257 


ERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNXTSSTCELSKQLNIAYDVTYSLAC 


316 






++ Q PYN ++L QT+ + + S C +S ++I + VT ++A 




Sbjct: 


248 


SKHKALKVTITVLTVFVLSQFPYNCILLVQTIDAYAMFISNCAVSTNIDICFQVTQTIAF 


307 


Query: 


317 


VRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQ 351 








C+NP LY F+G +FR D+ K K+LGC+SQ Q 




Sbjct: 


308 


FHSCLNPVLYVFVGERFRRDLVKTLKNLGCISQAQ 342 





□> qijl4043044}ref |NP 006632.21 S chemokine (C-C motif) receptor 9 isoform B [Home 
q:i |29825379|gb|AA092294,l j B chemokine (C-C motif) receptor 9 [Homo sapiens] 
g i I 7 6 7 3 0 1 1 1 g b j AAF 66700.1 1 B CC chemokine receptor 9B [Homo sapiens] 

gi 1 12 45055 | qb j AAA93313 . 1 i S GPR-9-6 

gi I 17 30237 I spj P516S6_| CKR9 HIJI^AN @ C-C chemokine receptor type 9 (C-C CKR-9) (CC-C 
('gPR-9-T) 
Length = 357 

Score = 251 bits (641), Expect = 2e-65 

Identities = 128/335 (38%), Positives = 198/335 (59%), Gaps = 16/335 (4%) 

Query: 28 VTDDYIGDNTT VDYTLFESLCSKKDVRNFKAWFLPIMYSIICFXXXXXXXXXXXT 82 

+ DDY ++T+ V++ + C K +VR F + FLP +Y ++ 

Sbjct: 1 MADDYGSESTSSMEDYVNFNFTDFYCEKNNVRQFASHFLPPLYWLVFIVGALGNSLVILV 60 

Query: 83 YIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAKSWVFGVHFCKLIFAIYKMSFFS 142 

Y Y R+KTMTD +LLNLA+AD+LFL+TLPFWA +AA W F CK++ ++YKM+F+S 
Sbjct: 61 YWYCTRVKTMTDMFLLNLAIADLLFLVTLPFWAIAAADQWKFQTFMCKVVNSMYKMNFYS 120 

Query: 143 GMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCVGSAILATVLSIPELLYSDLQRS 202 
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+LL++CIS+DRY+AI QA+ AH R + LL SK+ C +IiA L IPE+LYS ++ 
Sbjct: 121 CVLLIMCISVDRYIAIAQAMRAHTWREKRLLYSKTWCFTIWVLAAALCIPEILYSQIKEE 180 

Query: 203 SSEQAMRCSLI TEHVEAFITIQVAQMVIGFLVPLLAMSFCYLVIIRTLLQARNF 256 

S C+++ T+ A +T++V ++GF +P + M+ CY +11 TL+QA+ 
Sbjct: 181 SG~IAICTMVYPSDESTKLKSAVLTLKV ILGFFLPFWMACCYTIIIHTLIQAKKS 235 

Query: 257 ERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCELSKQLNIAYDVTYSLAC 316 

++ Q PYN ++L QT+ + + S C +S ++I + VT ++A 

Sbjct: 236 SKHKALKVTITVLTVFVLSQFPYNCILLVQTIDAYAMFISNCAVSTNIDICFQVTQTIAF 295 

Query: 317 VRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQ 351 

C+NP LY F+G +FR D+ K K+LGC+SQ Q 
Sbjct: 296 FHSCLNPVLYVFVGERFRRDLVKTLKNLGCISQAQ 330 



□ > ai I 57101682 I ref |XP 541909. 1| S PREDICTED: similar to chemokine (C-C motif) rec€ 
[Canis familiaris] 
Length = 642 

Score = 250 bits (639), Expect = 4e-65 

Identities = 137/372 (36%), Positives = 208/372 (55%), Gaps = 15/372 (4%) 



Query: 


8 


KSVLWALLVIFQVCLCQDEVTDDYIGDNTTV — DYTLFESL-CSKKDVRNFKAWFLPIM 


64 






K + +++V + ++DDY +T+ DY F L C K VR F + FLP -1- 




Sbjct: 


268 


KQACIWSIMVPTEFTNLISNISDDYSYHSTSPVDDYMNFPDLFCQKGHVRQFASHFLPPL 


327 


Query: 


65 


YSIICFXXXXXXXXXXXTYIYFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAKSWVF 


124 




Y ++ Y Y R+KTMTD +LLNLA+AD+LFL TLPFWA +AA W F 




Sbjct: 


328 


YWLVFIVGTLGNSLVILVYCYCTRVKTMTDMFLLNLAIADLLFLFTLPFWAIAAADQWKF 


387 


Query : 


125 


GVHFCKLIFAIYKMSFFSGMLLLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCVGSAI 


184 






CK++ ++YKM+F+S +LL++CIS+DRY+AI QA A R + L+ SK+ C + 




Sbjct : 


388 


QTPLCKWNSMYKMNFYSCVLLIMCISVDRYIAIAQATKAQTWRQKRLVYSKMVCFTVWV 


447 


Query: 


185 


LATVLSIPELLYSDLQRSSSEQAMRCSLI TEHVEAFITIQVAQMVIGFLVPLLAMSF 


241 






+A L IPELLYS L+ S C+++ ++ + + -1-+++GF +P + M+ 




Sbjct: 


448 


VAATLCIPELLYSQLKEES — DITICTMVYPSDQNSKVKSWLTLKVILGFFLPFWMAC 


505 


Query: 


242 


CYLVIIRTLLQARNFERNXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCELS 


301 






CY +11 TLLQAR ++ Q PYN ++L QT+ + + S C +S 




Sbjct: 


506 


CYTIIIYTLLQARKSSKHKALKVTITVLTVFVLSQFPYNCILLVQTIDAYTVFLSNCAIS 


565 


Query: 


302 


KQLNIAYDVTYSLACVRCCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCRH- 


360 






++I + VT ++A C+NP LY F+G +FR D+ K K LGC+SQE QW S 




Sbjct: 


566 


TNVDICFQVTQTIAFFHSCLNPVLYVFVGERFRRDLVKTLKSLGCISQE QWVSFTRR 


622 


Query: 


361 


IRRSSMSVE 369 








++ SSM +E 




Sbjct: 


623 


EGSVKLSSMLLE 634 





C >qi 1.6753462 j ref j MP 034043 . 1 j B chemokine (C-C motif) receptor 9 [Mus musculus] 
cfi I 4856533 I emb | CAB434S0 . 1 j Wi chemokine receptor CCR9 [Mus musculus] 
qi I 7159932 I emb | CAB66136 , 2 j Q CCR9 chemokine receptor [Mus musculus] 
qi I 26341364 1 dbi I BAC34344 . 1 1 Bl unnamed protein product [Mus musculus] 
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qi 1 12859710 1 dbj I BA331747 . 1 1 B unnamed protein product [Mus musculus] 

qi I 813436^ | sp j Q9WIJT7 i CKR9 MOUSE 13 C-C chemokine receptor type 9 (C-C CKR-9) (CC-C 
(Chemokine C-C receptor 10) 
Length = 369 



Score = 247 bits (631), Expect = 3e-64 

Identities = 124/326 (38%), Positives = 192/326 (58%), Gaps = 11/326 (3%) 









88 






TDDY+ N + + C K +VR F + FLP +Y +-f Y Y R 




Sbjct: 


25 


TDDYMNLNFSSFF CKKNNVRQFASHFLPPLYWLVFIVGTLGNSLVILVYWYCTR 


78 




o ^ 


T.KTMTDTYT.T.NT.AVADTT.FT.T.TT.PFWAYSaAKSWVFGVHFCKLIFAI YKMSFFSGMLLLL 

X 1^ J. ±. X XJXjiN xi^ii V r'iXJ X xj I. xjxj X xj c £ vvx^ X vJT^r\*.\*J v« V 1. \j V 11 1. wixxj X ^ x^x x i\i i»^ j. i. k>^ v^i ijj 


148 






+KTMTD +LLNLA+AD+LFL TLPFWA +AA W+F CK++ ++YKM+F+S +LL++ 




Sbjct: 


79 


VKTMTDMFLLNLAIADLLFLATLPFWAIAAAGQWMFQTFMCKVVNSMYKMNFYSCVLLIM 


138 


Query t 


149 


CI S I DRYVAI VQAVSAHRHRARVLLI SKLS CVGSAI LATVLS I PELLYSDLQRSSSEQAM 


208 






CIS+DRY+AIVQA+ A R + LL SK+ C+ ++A VL PE+LYS Q S 




Sbjct; 


139 


CISVDRYIAIVQAMKAQVWRQKRLLYSKMVCITIWVMAAVLCTPEILYS — QVSGESGIA 


196 


Query: 


209 


RCSLI TEHVEAFITIQVAQMVIGFLVPLLAMSFCYLVIIRTLLQARNFERNXXXXXX 


265 






C+++ ++ + + + ++ +GF +P + M+FCY +11 TL+QA+ ++ 




Sbjct: 


197 


TCTMVYPKDKNAKLKSAVLILKVTLGFFLPFMVMAFCYTI I IHTLVQAKKSSKHK7VLKVT 


256 


Query: 


266 


XXXXXXXXXXQLPYNGWLAQTVANFNITSSTCELSKQLNIAYDVTYSLACVRCCVNPFL 


325 






Q PYN +++ Q V + + S C +S ++I + VT ++A C+NP L 




Sbjct: 


257 


ITVLTVFIMSQFPYNSILWQAVDAYAMFISNCTISTNIDICFQVTQTIAFFHSCLNPVL 


316 


Query: 


326 


YAFIGVKFRNDIFKLFKDLGCLSQEQ 351 








Y F+G +FR D+ K K+LGC+SQ Q 




Sbjct: 


317 


YVFVGERFRRDLVKTLKNLGCISQAQ 342 





□> ail27229230|ref |NP 758832,11 B chemokine (C-C motif) receptor 9 [Rattus norvegj 

qi 1259919051 gb | AAN7698_9 ...1 j. S chemokine receptor CCR9 [Rattus norvegicus] 
Length = 369 

Score = 247 bits (630), Expect = 4e-64 

Identities = 127/330 (38%), Positives = 193/330 (58%), Gaps = 10/330 (3%) 



Query: 


30 


DDYIGDNT — TVDY TLFESLCSKKDVRNFKAWFLPIMYSIICFXXXXXXXXXXXTYI 


84 






DDY D+T T DY C K +VR F + FLP +Y ++ Y 




Sbjct: 


15 


DDYSYDSTASTDDYMNLNFSSFFCKKNNVRQFASHFLPPLYWLVFWGTVGNSLVILVYW 


74 


Query: 


85 


YFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSATXKSWVFGVHFCKLIFAIYKMSFFSGM 


144 






Y R+KTMTD +LLNLA+AD+LFL TLPFWA +AA W+F CK++ ++YKM+F+S + 




Sbjct: 


75 


YCTRVKTMTDMFLLNLAIADLLFLATLPFWAIAAAGQWMFQTFMCKWNSMYKMNFYSCV 


134 


Query: 


145 


LLLLC I S I DR Y VAI VQAVS AHRHRARVLL I SKLS CVGSAI LATVLS I PE LL Y SDLQRS S S 


204 






LL++CIS+DRY+AIVQA+ A R + LL SK+ C+ ++A VL PE+LYS Q S 




Sbjct: 


135 


LLIMCISVDRYIAIVQAMKAQVWRQKRLLYSKMVCITIWVMAAVLCTPEILYS — QISGE 


192 


Query: 


205 


EQAMRCSLI TEHVEAFITIQVAQMVIGFLVPLLAMSFCYLVIIRTLLQARNFERNXX 


261 






C+++ ++ + + + ++ +GF +P + M+FCY +11 TL+QA+ ++ 




Sbjct: 


193 


SGIAICTMVYPKDKNAKLKSAVLILIWTLGFFLPFMVMAFCYTIIIHTLVQAKKSSKHKA 


252 


Query: 


262 


XXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCELSKQLNIAYDVTYSLACVRCCV 


321 



Q PYN +++ Q V + + S C +S ++I + VT ++A C+ 
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2/22/05 



RID=1 109098562-18357-122032509583.BLASTQ2, Page 24-^^ 



Sbjct: 253 LKVTITVLTVFIMSQFPYNCILWQAVDAYTMFISNCTISTNIDICFQVTQTIAFFHSCL 312 

Query: 322 NPFLYAFIGVKFRNDIFKLFKDLGCLSQEQ 351 

NP LY F+G +FR D+ K K+LGC+SQ Q 
Sbjct; 313 NPVLYVFVGERFRRDLVKTLKNLGCISQAQ 342 



□ >qi j 48675913 I ref j NP 001001624 . 1 j B chemokine C-C motif receptor 9 [Sus scrofa] 

gi I 44890862 I dbj I BAD12126 . 1 j B chemokine C-C motif receptor 9 [Sus scrofa] 

qi I 4165S289 { db ') IBAD08643.1 | B chemokine (C-C motif) receptor 9 isoform A [Sus scr 
Length = 369 

Score = 245 bits (626), Expect = le-63 

Identities = 130/333 (39%), Positives = 191/333 (57%), Gaps = 16/333 (4%) 



Query: 


30 


DDYIGDNTTV DYTLFESLCSKKDVRNFKAWFLPIMYSIICFXXXXXXXXXXXTYI 


84 






DDY D T ++T + C K VR F + FLP +Y ++ Y 




sbjct: 


15 


DDYGYDATPSIEDYGNFTFTDLFCKKNHVRQFASHFLPPLYWLVFIVGAVGNSLVILVYW 


74 


Query: 


85 


YFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAKSWVFGVHFCKLIFAIYKMSFFSGM 


144 






Y R+KTMTD +LLNLA+AD+LFL+TLPFWA +AA W F CK-1-+ ++YKM+F+S + 




Sbjct: 


75 


YCTRVKTMTDMFLLNLAIADLLFLVTLPFWAIAAADQWKFQTFMCKWNSMYKMNFYSCV 


134 


Query: 


145 


LLLLCI S I DR Y VAI VQAVS AHRHRARVLL I SKLS CVGS AI LATVLS I PE L L Y S DLQRS S S 


204 






LL++CIS+DRY+AI QA+ A R + LL SKL C ++A L IPELLYS Q 




Sbjct: 


135 


LLIMCISVDRYIAIAQAMRAQTWRQKRLLYSKLVCFTVWVMAAALCIPELLYS — QVKEE 


192 


Query: 


205 


EQAMRCSLI TEHVEAFITIQVAQMVIGFLVPLLAMSFCYLVIIRTLLQARNFER 


258 






C+++ T A +T++V ++GF +P + M+ CY +11 TL+QA+ + 




Sbjct: 


193 


HDIAICTMVYPSDESTNLKSAVLTLKV ILGFFLPFWMACCYTIIIHTLIQAKKSSK 


249 


Query: 


259 


NXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCELSKQLNIAYDVTYSLACVR 


318 






+ Q PYN V+L QT+ + + S+C +S ++I + VT ++A 




Sbjct: 


250 


HKALKVTITVLTVFVLSQFPYNCVLLVQTIDAYTMFISSCAVSTNIDICFQVTQTIAFFH 


309 


Query: 


319 


CCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQ 351 








C+NP LY F+G +FR D+ K K+LGC+SQ Q 




Sbjct: 


310 


SCLNPVLYVFVGERFRRDLVKTLKNLGCISQAQ 342 





□ >gi I 4168S290 | dbj | BAD08644 . 1 1 B chemokine (C-C motif) receptor 9 isoform B [Sus £ 
Length = 357 

Score = 245 bits (626), Expect = le-63 

Identities = 130/333 (39%), Positives = 191/333 (57%), Gaps = 16/333 (4%) 

Query: 30 DDYIGDNTTV DYTLFESLCSKKDVRNFKAWFLPIMYSIICFXXXXXXXXXXXTYI 84 

DDY D T ++T + C K VR F + FLP +Y ++ Y 

Sbjct: 3 DDYGYDATPSIEDYGNFTFTDLFCKKNHVRQFASHFLPPLYWLVFIVGAVGNSLVILVYW 62 

Query: 85 YFKRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAKSWVFGVHFCKLIFAIYKMSFFSGM 144 

Y R+KTMTD +LLNI1A+AD+LFL+TLPFWA +AA W F CK++ ++YKM+F+S + 
Sbjct: 63 YCTRVKTMTDMFLLNLAIADLLFLVTLPFWAIAAADQWKFQTFMCKWNSMYKMNFYSCV 122 

Query: 145 LLLLCI S I DRYVAIVQAVSAHRHRARVLLI SKLS CVGSAI LATVLS I PELLYSDLQRSSS 204 

LL++CIS+DRY+AI QA+ A R + LL SKL C ++A L IPELLYS Q 
Sbjct: 123 LLIMCISVDRYIAIAQAMRAQTWRQKRLLYSKLVCFTVWVMAAALCIPELLYS—QVKEE 180 
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Query: 205 EQAMRCSLI TEHVEAFITIQVAQMVIGFLVPLLAMSFCYLVIIRTLLQARNFER 258 

C+++ T A +T++V ++GF +P + M+ CY +11 TL+QA+ + 

Sbjct: 181 HDIAICTMVYPSDESTNLKSAVLTLKV— ILGFFLPFWMACCyTIIIHTLIQAKKSSK 237 

Query: 259 NXXXXXXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCELSKQLNIAYDVTYSLACVR 318 

+ Q PYN V+L QT+ + + S+C +S ++I + VT ++A 

Sbjct: 238 HKALKVTITVLTVFVLSQFPYNCVLLVQTIDAYTMFISSCAVSTNIDICFQVTQTIAFFH 297 

Query: 319 CCVNPFLYAFIGVKFRNDIFKLFKDLGCLSQEQ 351 

C+NP LY F+G +FR D+ K K+LGC+SQ Q 
Sbjct: 298 SCLNPVLYVFVGERFRRDLVKTLKNLGCISQAQ 330 



□ > ai 1348:^5814 I ref I XP 217862.2 I B similar to G protein-coupled receptor KY411 [Rat 
Length = 509 

Score = 231 bits (590), Expect = 2e-59 

Identities = 131/355 (36%), Positives = 201/355 (56%), Gaps = 13/355 (3%) 

Query : 35 DNTTVDYTLFESL — CSKKDVRNFKAWFLPIMYSIICFXXXXXXXXXXXTYIYFKRLKTM 92 

D T DY-H+F CS ++VR+F F+PI YS + IC T+ ++K+ ++M 

Sbjct: 155 DYTGSDYSMFPETEPCSLQEVRDFTKVFVPIAYSLICVFGLLGNIMWITFAFYKKARSM 214 

Query: 93 TDTYLLNLAVADILFLLTLPFWAYS-AAKSWVFGVHFCKLIFAIYKMSFFSGMLLLLCIS 151 

TD YLLN+A+ DILF+LTLPFWA + A +W+FG CKL+ Y ++F GMLLL CIS 
Sbjct: 215 TDVYLLNMAITDILFVLTLPFWAVTHATDTWIFGNTMCKLMKGTYAVNFNCGMLLLACIS 274 

Query: 152 IDRYVAIVQAVSAHRHRARVLLISKLSCVGSAILATVLSIPELLYSDLQRSSSEQAM — R 2 09 

+DRY+AIVQA + R R+R L SK+ C+ ++ ++S P ++ + + 

Sbjct: 275 MDRYIAIVQATKSFRVRSRTLTHSKVICLTVWFVSIIISSPTFFFNKQYKLQGRDVCEPQ 334 

Query: 210 CSLITEHVEAFITIQVAQMVIGFLVPLLAMSFCYLVIIRTLLQARNFERNXXXXXXXXXX 269 

L++E + + +++ GF +PLL M FCYL II+TL+QA+N +R+ 

Sbjct: 335 YKLVSEPITWKLLGMGLELLFGFFIPLLFMVFCYLFIIKTLVQAQNSKRHRAIRWIAW 394 

Query: 27 0 XXXXXXQLPYNGWLAQTVANFNITSSTCELSKQLNIAYDVTYSLACVRCCVNPFLYAFI 32 9 

Q+P+N +VL TAN +C KLA+V LA + CC+NP LYAFI 

Sbjct: 395 LVFLACQIPHN-MVLLVTAANTGKMGRSCSAEKALAYARNVAEVLAFLHCCLNPVLYAFI 453 

Query: 330 GVKFRNDIFKLFKDLGCLSQEQ ^ LRQWSSCRHIRRSSMSVEAETTTTFS 377 

G KFR+ K+ KD+ C+ ++ R +S R++S +VE + ++F+ 

Sbjct: 454 GQKFRSYFMKIMKDVWCMRRKSKVPTFFCARVYSESYISRQTSETVENDNASSFT 508 



>aL115MZ? 8 i.^??^^^^ S G PROTEIN-COUPLED RECEPTOR CKR-L3 [Homo sapiens] 

qi I 2135142 Ipir I | JC^Oes G protein-coupled receptor CKR-L3 - human 
Length = 369 

Score = 229 bits (584), Expect = le-58 

Identities = 130/352 (36%), Positives = 198/352 (56%), Gaps = 8/352 (2%) 

Query: 29 TDDYIGDNTTVDYTLFES — LCSKKDVRNFKAWFLPIMYSIICFXXXXXXXXXXXTYIYF 86 

++DY T Y++ LCS ++VR F F+PI YS+IC T+ ++ 

Sbjct : 10 SEDYFVSVNTSYYSVDSEMLLCSLQEVRQFSRLFVPIAYSLICVFGLLGNILWITFAFY 69 

Query: 87 KRLKTMTDTYLLNLAVADILFLLTLPFWAYS-AAKSWVFGVHFCKLIFAIYKMSFFSGML 145 
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Sbjct: 70 



K+ ++MTD YLLN+A+ADILF+LTLPFWA S A +WVF CKL+ lY +-fF GML 
KKARSMTDVYLLNMAIADILFVLTLPFWAVSIIATGAWVFSNATCKLLKGIYAINFNCGML 129 



Query: 146 LLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCVGSAILATVLSIPELLYSDLQRSSSE 205 

LL CIS+DRY+AIVQA + R R+R L SK+ C+ L+ ++S +++ + 
Sbjct: 130 LLTCISMDRYIAIVQATKSFRLRSRTLPRSKIICLWWGLSVIISSSTFVFNQKYNTQGS 189 

Query: 206 QAM~RCSLITEHVEAFITIQVAQMVIGFLVPLLAMSFCYLVIIRTLLQARNFERNXXXX 263 

+ ++E + + + +++ GF +PL+ M FCY I++TL+QA+N +R+ 
Sbjct: 190 DVCEPKYQTVSEPIRWKLLMLGLELLFGFFIPLMFMIFCYTFIVKTLVQAQNSKRHKAIR 249 

Query: 264 XXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCELSKQLNIAYDVTYSLACVRCCVNP 323 

Q+P+N +VL T AN + +C+ K + VT LA + CC+NP 

Sbjct: 250 VIIAWLVFLACQIPHN-MVLLVTAANLGKMNRSCQSEKLIGYTKTVTEVLAFLHCCLNP 308 



Query: 324 FLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCRHIRRSSMSVEAETTTT 375 

LYAFIG KFRN K+ KDL C+ ++ SC R S ++ +T+ T 

Sbjct: 309 VLYAFIGQKFRNYFLKILKDLWCVRRKYKSSGFSC — AGRYSENISRQTSET 358 



□ > qi i 37188165 I ref |NP 113597.2 | B chemokine (C-C motif) receptor 6 [Homo sapiens] 
ql I 3 '/ 1 S 7 8 60 I re 1 1 MPQ 04358. 2 | B chemokine (C-C motif) receptor 6 [Homo sapiens] 
q i I 29825375 | qb I AA092293 . 1 j B chemokine (C-C motif) receptor 6 [Homo sapiens] 
qi I 23272703 | qb | AAH37960 > 1 i B Chemokine (C-C motif) receptor 6 [Homo sapiens] 
^Ll.Mi^^2§.li^?i;!feJ..??^^ S GD:CCR6 [Homo sapiens] 

qi|225121HqblAAB62714. 1 j B GPR-CY4 

qi I 2851567 | sp j P5 1 684 j CKK6 HUNAN B C-C chemokine receptor type 6 (C-C CKR-6) (CC-C 
receptor) (GPR-CY4) (GPRCY4) (Chemokine receptor-like 3) 
(CKR-L3) (DRY6) 
Length = 374 



Score = 229 bits (584), Expect = le-58 

Identities = 130/352 (36%), Positives = 198/352 (56%), Gaps = 8/352 (2%) 



Query: 


29 


TDDYIGDNTTVDYTLFES — LCSKKDVRNFKAWFLPIMYSIICFXXXXXXXXXXXTYIYF 


86 






++DY T Y++ LCS ++VR F F+PI YS+IC T+ ++ 




Sbjct: 


15 


SEDYFVSVNTSYYSVDSEMLLCSLQEVRQFSRLFVPIAYSLICVFGLLGNILWITFAFY 


74 


Query: 


87 


KRLKTMTDTYLLNLAVADILFLLTLPFWAYS-AAKSWVFGVHFCKLIFAIYKMSFFSGML 


145 






K+ ++MTD YLLN+A+ADILF+LTLPFWA S A +WVF CKL+ lY ++F GML 




Sbjct: 


75 


KKARSMTDVYLLNMAIADILFVLTLPFWAVSHATGAWVFSNATCKLLKGIYAINFNCGML 


134 


Query: 


146 


LLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCVGSAILATVLSIPELLYSDLQRSSSE 


205 






LL CIS+DRY+AIVQA + R R+R L SK+ C+ L+ ++S +++ + 




Sbjct: 


135 


LLTCISMDRYIAIVQATKSFRLRSRTLPRSKIICLWWGLSVIISSSTFVFNQKYNTQGS 


194 


Query: 


206 


QAM — RCSLITEHVEAFITIQVAQMVIGFLVPLLAMSFCYLVIIRTLLQARNFERNXXXX 


263 






+ ++E + + + +++ GF +PL+ M FCY I++TL+QA+N +R+ 




Sbjct: 


195 


DVCEPKYQTVSEPIRWKLLMLGLELLFGFFIPLMFMIFCYTFIVKTLVQAQNSKRHKAIR 


254 


Query: 


264 


XXXXXXXXXXXXQLPYNGWLAQTV;\NFNITSSTCELSKQLNIAYDVTYSLACVRCCVNP 


323 






Q+P+N +VL T AN + +C+ K + VT LA + CC+NP 




Sbjct: 


255 


VI lAWLVFLACQI PHN-MVLLVTAANLGKMNRSCQSEKLIGYTKTVTEVLAFLHCCLNP 


313 


Query: 


324 


FLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCRHIRRSSMSVEAETTTT 375 








LYAFIG KFRN K+ KDL C+ ++ SC R S ++ +T+ T 




Sbjct: 


314 


VLYAFIGQKFRNYFLKILKDLWCVRRKYKSSGFSC— AGRYSENISRQTSET 363 
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O > qi j 4 7221187 | CAGQ55G5 , 1 j unnamed protein product [Tetraodon nigroviridis] 
Length = 27 7 



Score = 229 bits (584), Expect = le-58 

Identities = 117/252 (46%), Positives = 164/252 (65%), Gaps = 2/252 (0%) 



Query: 


88 


RLKTMTDTYLLNLAVADILFLLTLPFWAYSA7UCSWVFGVHFCKLIFAIYKMSFFSGMLLL 


147 










Sbjct : 


23 


RLKTMTDVYLLNLAVADLLFLCTLPFLA.VEAIKYWNFGIALCKTVLAVYRINFFS 


82 


Query: 


148 


LC I S I DR Y VAI VQAVSAHRHRARVLLI S KLS CVGS AI LATVLS I PE LLYS DLQRS S SEQA 


207 






CIS+DRY++IVQ A + + L SKL C+ +++T+L++PE +Y-I- ++ +Q+ 




Sbjct: 


83 


TCISVDRYISIVQVTKAQNTKKQRLFWSKLICLIVWWSTLLALPEFIYARVKTKQRDQS 


142 


Query: 


208 


MRCSLITEHVEAFITIQV — AQMVIGFLVPLLAMSFCYLVIIRTLLQARNFERNXXXXXX 


265 






+ + ++ E I I V Q+ +GF +PL+ M FCY V+IRTLLQARNF+++ 




Sbjct: 


143 


LCTLIYWDNSENQIKILVLSIQICMGFWLPLMVMIFCYSWIRTLLQARNFQKHKALRVI 


202 


Query: 


266 


XXXXXXXXXXQLPYNGWLAQTVANFNITSSTCELSKQLNIAYDVTYSLACVRCCVNPFL 


325 






QLPYN +++ +T NT S+CE L +A +T SLA C+NPFL 




Sbjct: 


203 


FAWLVFVLSQLPYNSLLIFETTQAANTTMSSCETRINLELAKQITKSLAYAHACLNPFL 


262 


Query: 


326 


YAFIGVKFRNDI 337 








YAFIGV+FR D+ 




Sbjct: 


263 


YAFIGVRFRQDL 274 





□ > qi 155627742 | ref |XP 52 7565 > I | B PREDICTED: chemokine (C-C motif) receptor 6 [Par 
Length = 522 



Score = 228 bits (582), Expect = 2e-58 

Identities = 130/352 (36%), Positives = 197/352 (55%), Gaps = 8/352 (2%) 



Query: 


29 


TDDYIGDNTTVDYTLFES — LCSKKDVRNFKAWFLPIMYSIICFXXXXXXXXXXXTYIYF 


86 






++DY T Y++ LCS ++VR F F+PI YS+IC T+ ++ 




Sbjct: 


163 


SEDYFVSVNTSYYSVDSETLLCSLQEVRQFSRLFVPIAYSLICVFGLLGNILWITFAFY 


222 


Query: 


87 


KRLKTMTDTYLLNLAVADILFLLTLPFWAYSAAKS-WVFGVHFCKLIFAIYKMSFFSGML 


145 






K+ ++MTD YLLN+A+ADILF+LTLPFWA S A WVF CKL+ lY ++F GML 




Sbjct: 


223 


KKARSMTDVYLLNMAIADILFVLTLPFWAVSHATGVWVFSNATCKLLKGIYAINFNCGML 


282 


Query: 


146 


LLLCISIDRYVAIVQAVSAHRHRARVLLISKLSCVGSAILATVLSIPELLYSDLQRSSSE 


205 






LL CIS+DRY+AIVQA + R R+R L SK+ C+ L+ ++S +++ + 




Sbjct: 


283 


LLTCISMDRYIAIVQATKSFRLRSRTLPRSKIICLWWGLSVIISSSTFVFNQKYNTQGS 


342 


Query: 


206 


QAM — RCSLITEHVEAFITIQVAQMVIGFLVPLLAMSFCYLVIIRTLLQTU^NFERNXXXX 


263 






+ ++E + + + +++ GF +PL+ M FCY I++TL+QA+N +R+ 




Sbjct: 


343 


DVCEPKYQTVSEPIRWKLLMLGLELLFGFFIPLMFMIFCYTFIVKTLVQAQNSKRHKAIR 


402 


Query: 


264 


XXXXXXXXXXXXQLPYNGWLAQTVANFNITSSTCELSKQLNIAYDVTYSLACVRCCVNP 


323 






Q+P+N +VL T AN + +C+ K + VT LA + CC+NP 




Sbjct: 


403 


VI lAWLVFLACQI PHN-MVLLVTAANLGKMNRSCQSEKLI GYTKTVTEVLAFLHCCLNP 


461 


Query: 


324 


FLYAFIGVKFRNDIFKLFKDLGCLSQEQLRQWSSCRHIRRSSMSVEAETTTT 375 





LYAFIG KFRN K+ KDL C+ ++ SC R S ++ +T+ T 
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